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of xose'bt:e& ob'baxixed In the pr-esence of tilixs ch em ical to tlie 
number- of xosettes in the positive control . COS-7 celXs 
transferred with pcDNA3 vector alone served as negative 
controls for rosette formation. No rosettes should be 

£ 

observed in the negative control wells . 

In a second construct/ the T4-pMV7 plasmid^ which contains 
a Tn5 neo selectable marker / was introduced into Cos-1 cells 
by electroporaiion . Stably transfected cells were isolated 
by selection with G--418 and the resultant transf ormants 
expressed CD4 . 

Raji cells were labelled wit:h Cr^^ and resetted to the 
fit-ably T4-pMV7-transfected COS^l cells. The addition of 200 
pM of CNSNQIC (SEQ ID NO: 45) caused greater than 75% 
inhibiton of resetting by the technique . 
X5 SEQUENCE LISTING 



20 



25 



(1) GENERAL INFORMATION: 

(i) APPIilCANT: Korngold, Robert 
Huang, ziwei 

(ii) TITXiE OP INVENTION: CD4 -DERIVED PEPTIDES THAT INHIBIT IMMUNE 
RESPONSES 

(iii) NUMBER OF SEQUENCES: 63 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: PENNIfe & EDMONDS LLP 

(B) STREET: 1155 Avenue of the Americas 

(C) CITV: New York 

(D) STATE: New York 

(E) COUKTRYi United States 

(F) ZIP: 10036-2711 

(v) COMPUTER READABLE FORM: 
3Q (A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentln Release #1,0, Version #1.30 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 09/206,786 

(B) FILING DATE: 1998-12-07 
3S (C) CLASSIFICATION: 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: 08/672,610 

(B) PlliINO DATE: 1996-06-28 

{A) APP1.ICATION NUMBER: 60/000,710 
(B) FILING DATE: 1995-06-29 
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(A) APPLICATION" NUMBER: 60/004,034 

(B) FILING DATE: 1995-09-20 

(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Friebel, Thomas E. 

(B) REGISTRATION mJMBER : 29,258 

(C) REFERENCE/DOCKET NUMBER: 8666-007 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (212) 79O-9O90 

(B) TELEFAX: (212) 869-S864/9741 

(C) TELEX; 66141 PENNIE 



(2) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 i 

Asn Ser Aen Gin lie. 
1 5 

(2) INFORMATION FOR SEQ ID NO ; 2 ; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNBSS ; 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:2: 

Lys Asn Ser Asn Gin lie 
1 5 

(2) INFORMATION FOR SEQ ID NO ; 3 : 

(i) SEQUENCE CHARACTERISTXCS ; 

(A) LENGTH: S amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: unknown 

(ii) MOLECtTLE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 ; 
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Lys Asn Ser Asn Gin Leu lie Lys 
1 5 

(2) INFORMATION FOR SEQ XD NO : 4 i 

(i) SEQUENCE CHARACTERISTICS: 

(A) I.ENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNSSS : 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE; peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 

Lys Asn Ser Asn Gin lie Lys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 5; 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH; 7 amino acids 
CB) TYPE: amino acid 

(C) STRAKDEDNESS : 

(D) TOPOLOGY: unknovm 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 

Lys Leu Glu Asn Lys Glu Ala 

1 5 

(2) INFORMATION FOR SEQ ID NO ; 6 : 

(i) SEQUENCE CHARACTERISTICS ^ 

(A) LENGTH I 8 amino acids 

(B) TYPE; amino acid 
CO STRAKDEDNESS: 

(D) TOPOLOGY; unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION; SEQ ID NO ; ^ 

Leu Ser Asp Ser Gly Gin Val Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO : 7 : 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH i 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEriNESS : 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 



(Xl) SEQUENCE DESCRIPTION: SEQ ID NO : 7 

Asn Gin Leu lie 
1 

(2) INFORMATION FOR SEQ ID NO ; 8 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 8 

Asn Gin Leu lie Lys 
1 5 

(2) INFORMATION FOR SEQ ID NO : 9 ; 

( i ) SEQUENCE CHAJRACTERISTICS i 

(A) LENGTH: 4 amino acidS 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY; unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 9 
Asn Gin lie Lys 



(2) INFORMATION FOR SEQ ID NO: 10= 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE J amino acid 

(C) STRANDEDNESS; 

(P) TOPOLOGY : unknown 
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(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE PESCRIPTION: SEQ ID NO;lO; 

Ser Asn Gin Leu 
1 

(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TVPH: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: lonknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ IP NO: 11: 

Ser Asn Gin Leu lie 
1 5 

(^) INFORMATION FOR SEQ ID NO : 12 ; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acidB 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(P) TOPOLOGY 1 unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 12 

ser Asn Gin Leu lie Lys 
1 5 

(2) INFORMATION FOR SEQ ID NO : 13 : 

(i) SEQtJENCE CHAJRACTERISTICS : 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(P) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO ; 13 
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Ser Asn Gin lie 



(2) INFORMATION FOR SEQ ID NO : 14 : 
(i) SEQUENCE CHARACTERISTICS: 

(A) XiEMGTH: 5 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNES S ; 

( D ) TOPOLOGY : urxknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 14 i 

Ser Gin lie Lys 

1 5 

(2) INFORMATION FOR SEQ ID NO : 15 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLiOGY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ZD NO : 15 

Asn Ser Asn Gin 
1 

(2) INFORMATION FOR SEQ ID NO ; 16 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

( D ) TOPOLOGY : unknown 
(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO; 16 
Asn ser Asn Gin Leu 

(2) INFORMATION FOR SEQ ID NO: 17: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: -aiikiiown 



(ii) MOLECULE TYPE: peptide 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO : 17 

Asn Ser Asn Gin Leu He 
1 5 

(2) INFORMATION FOR 5SQ ID NO: 18: 

(i) SEQUSiOfCE CHARACTERISTICS.; 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: un)aiown 
(ii) MOLECULE TYPE; peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:X5 

Asn Ser Asn Gin Leu lie Lys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 6 amino acldB 
(E) TYPE: amino acid 

(C) STRANDEDNESS: 

( D ) TOPOLOGY ; unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19 

Asn Ser Asn Gin lie Lys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acide 

(B) TYPE: amino acid 

(C) STRANDs:DNSSS: 

(D) TOPOLOGY: unknown 
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(ii) molecuIjE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:20! 

Lys Asn Ser Asn 
1 

(2} INFORMATION FOR SEQ ID NO: 21; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE; amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:21- 

Lys Asn Ser Asn Gin 
1 5 

(2) INFORMATION FOR SEQ ID NO = 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNSS S j 

(D) TOPOLOGY; unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22 

Lys Asn Ser Asn Gin Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO; 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS; 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID )ITO:23 
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Lys Asn Ser Asn Gin Leu lie 
1 5 

(2) INFORMATION FOR SEQ ID NOi24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRAOT^EDNESS: 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:24: 
Glu Asn Lys Glu 



(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRAKTOEDNESS J 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION; SEQ ID NO; 25: 

Glu Asn Lys Glu Ala 
1 5 

(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE; amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26; 

Leu Glu Asn Lys 
1 

(2) INFORMATION FOR SEQ ID NO: 27: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOliOGY: unknown 
(ii) MOLECULE TYPE: peptide 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27 

Leu Glu Asn Lys Glu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acide 

(B) TYPE: amino acid 

(C) STRANDEDNESS; 

(D) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO; 28 

Leu' Glu Asn Lys Glu Ala 
1 5 

(2) INFORMATION FOR SEQ ID NO; 29: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) type:: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29 

Lys Leu Glu Asn Lyp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 30: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 6 amino acids 

(B) TYPE; amino acid 
(G) STRANDEDNESS: 

(D) TOPOLOGY: unknown 
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(ii) MOLECXJIiE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO ; 3 0 : 

Lys Leu GXm Ash Lys Glu 
1 5 . 

(2) INFORMATION FOR S^Q ID NO; 31: 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: imknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ IP NO:31i 

Ser Gly Gin Val 
1 

(2) INFORMATION FOR SEQ It) N0i32: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 5 amino acids 

(B) TYPE: amino acici 

(C) STRANDEDNESS : 

(D) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32 

Ser Gly Gin Val Leu 
1 5 

(2) INFORMATION FOR SEQ ID N0:33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33 

-42- 



03/23/04 17:04 FAX 



DB&R PHI LA, 



Asp Ser Gly Gin 
1 

C2) INFORMATION FOR SEQ ID NO: 34; 

(i) SEQUENCE CHAKACTERI5TICS; 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRAKTDEDNESS : 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34 

Asp Ser Gly Gin Val 
1 5 

(2) INFORMATION FOR SEQ ID NO: 35: 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 6 amino acids 

(B) TYPE; amino acid 

(C) STIIANDEDNESS : 

( D ) TO P OLOGY : unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 35 

Asp ser Gly Gin Val Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO; 36: 

(i) SEQUENCE CHARACTERISTICS! 

(A) LENGTH: 5 amino acids 
CB) TYPE; amino acid 

(C) STRANDEDNESS i 

(D) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 36 

Ser Asp Ser Gly Gin 
1 5 

(2) INFORMATION FOR SEQ ID NO: 37: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRAWDEDNESS : 

(D) TOPOLOGY; unknown 

(ii) MOLECULE TYPE; peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:37i 

Ser Asp Ser Gly Gin Val 
X 5 

(2) INFORMATION FOR SEQ ID NO; 38; 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION; SEQ ID NO;38; 

ser Asp Ser Gly Gin Val Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO; 39; 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH; € amino acids 
(b) TYPE: amino acid 
iC) STRANDEDNESS : 
(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:39: 

Leu Ser Asp Ser Gly Gin 
1 5 

(2) INFORMATION FOR SEQ lt> NO;40; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE; amino acid 

( C) STRANDEDNESS : 

(D) TOPOLOGY: unknown 
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(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: J5EQ ID N0:40t 

Leu ser Asp ser Gly Gin Val 
1 5 

(2) INFORMATION FOR SEQ ID NO: 41: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: imknown 

(ii) MOLECULE TYPE I peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:41: 

lie Gin Asn Ser Asn 
1 5 

(2) INFORMATION FOR SEQ ID NO: 42: 

(i) SEQUENCE CHARACTERISTICS; 

(A) liENGTH: 7 amino acids 

(B) TYPE; axnino acid 

( C ) STRANDEDNESS : 

(d) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ IP N0;42t 
Lys lie Gin Asn Ser Asn Lys 

(2) INFORMATION FOR SKQ ID NO: 43: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS ; 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID N0:43: 
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Lys lie Leu Gin Ser Asn Lys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 44: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEW:GTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANEEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 44: 

Cys Asn ser Asu Gin He Cys 
1 5 

(2) INFORMATION FOR SEQ It? NO: 45: 

(i) SEQUENCE CHARACT£:RISTICS : 

(A) LENGTH: 7 amino acias 

(B) TYPE; amino acid 

(C) STRANDEDNESS ; 

(P) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 45: 

Cys Asn Ser Asn Gin He Cys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 46: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 amino acids 

(B) TYPE; amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: unknovm 

(ii) MOLECULE TYPE; peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:46: 

Cvs Glu val Glu Asp Gin Lys Glu Glu Val Gin Leu Leu Val Phe Gly 
1 5 10 15 

Leu Thr Cys 
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(2) INFORMATION FOR SEQ ID NO:47: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS ; 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:47: 

Val Leu Gin Asn Gin Lys Lys Val 
1 5 

(2) INFORMATION FOR SEQ ID NO:48i 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPEi amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: iinknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO; 48: 

Arg Ser Pro Arg Gly Lys Asn lie 
1 5 

(2) INFORMATION FOR SEQ ID NO: 49: 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: a amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO; 45: 

Leu Glu Ala Lys Thr Gly Lys Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 50: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 
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(C) STRANDEDNESS : 

( D ) TOPOJjOGY : unknown 

(ii) MOLECULE TYE>E: : peptide 



(Xi) SEQUENCE DESCRIPTIOKT: SKQ ID NO; 50: 

Trp Gin Ala Glu Ajrg Ala Ser Ser Ser- Lys Ser 
I S 10 

(2) INFORMATION FOR SEQ ID NO =51: 

(X) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: S aTnirxo acids 

(B) TYPE: amino acid 
(G) STRANDEDNESS 

(D) TOPOLOGY I unknown 

(ii) MOLECULE TYPE; peptide 



(xi) SEQUENCE DESCRIPTION; SEQ ID NO: 51: 

Leu ser Asp Ser Gly Gin Val Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO : 52 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE; amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY; unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 52: 

Aia Glu Asn Lys Lys Glu Leu 
1 S 

(2) INFORMATION FOR SEQ ID NO: 53: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: S amino aaids 

(B) TYPE: amino acid 

(C) STRANDEDNESS; 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:53: 

Tyr cys Asn Ser Asn Gin lie Cys 
1 5 

(2) INFORMATION FOR SEQ ID. NO:54:, 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE I peptide 



(xi) SEQUENCE DESCRIPTION; SEQ ID NO : 54 : 

Gin Thr Asp Asn Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO; 55; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH j 5 amino acids 

(B) TYPE; amino acid 

(C) STRANDEDNESS; . 

(D) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION"; SSQ ID NO; 55: 

Asp Asp Glu GlU Val 
1 5 

(2) INFORMATION FOR SEQ ID NO: 56: 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH ; 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE; peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO; 56; 

Asn Gin Met Ala 

1 
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(2) INFORMATION FOR SEQ ID NO: 57: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) T0^*0L0GY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO;57: 

Arg Gin Thr Asp Asn Leu Arg 
1 5 

(2) INFORMATION FOR SEQ ID NO: 58: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

( D) TOPOLOGY : unknown, 
(ii) MOLECULE TYPE: peptide 



(xi) sequence: DESCRIPTION: SEQ ID NO; 58: 

His Asp Asp Glu Glu Val His 
1 5 



(2) INFORMATION FOR SEQ ID NO: 53: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

( C ) S TRANDEPNES S : 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 59: 

Arg Gin Thr Asp Asn lie Leu Arg 
1 5 

(2) INFORMATION FOR SEQ ID NO: 60: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 8 amino acids 
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(B) TYPE: aniino &cid 

(C) STRAKDEDISTESS: 

(D) TOPOIiOGY: unknown 

(ii) MOLECUliE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:60: 

His Asp Asp Glu Glu val val His 

1 5 
(2) INFORMATION FOR SEQ ID NO: 51; 

(i) SEQUENCE CHARACTERISTICS! 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOXiOGY : unknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQXIENCE DESCRIPTION: SEQ ID NO: 61: 

Asn Gin. Met Ala Ala 
1 5 . 

(2) INFORMATION FOR SEQ ID NO: 62: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANPEDNESS : 

(D) TOPOLOGY; uxiknown 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 62: 

Arg lie Asp Gin Arg Asp Val 
1 5 



(2) INFORMATION FOR SEQ IP NO : 63 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 7 amino acids 

(B) TYPE: amino acid 

(C) STRANPEDNESS : 

(P) TOPOLOGY; unknov/n 

(ii) MOLECULE TYPE: peptide 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO : 63 : 

His val Asn Asp His Asn Gly 
1 5 
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